CR»Tors Corrected by the STIC Systems Branch" % ? J? 
1 ss- I It O' ^m* F Processing 'Date: *-* CO *- Zcen^ 

Serial Number: (J2. ( U*J£ Edited by: <Z{&*>ce&-^ - 

I — I Changed a file from non-ASCII to ASCII Vof1flod b y : — (STIC staff) 

• 

I I Changed the margins in cases where the sequence text was \vrappe<?" down to the next line. 

I — I Edited a format error in the Current Application Data section, specfficaj^ ^"J" ^\ 

I I Edited the Current Application Data section with the actual current number^ The number inputted by the 
applicant was O the prior applfcatidn data; or Q other \ 

[~| Added the mandatory heading and subheadings for 'Current Application Data". 

I I Edited the "Number of Sequences" field. The applicant spelled out a number instead of-using an integer. 
I I Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

I I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

[~| Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NCs edited: 

. ■ ■ . 

I I Corrected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

I I Inserted colons after headings/subheadings. Headings edited included: 

I [ Deleted extra, invalid, headings used by an applicant, specifically: 

r^T/^^ Deleted: Q'lTon-ASCII "garbage" at the beginning^ridpf files; □ secretary initials/filename at end of file; 

□ page numbers throughout text; □ other invaJicftext, such as . ; . 

I I Inserted mandatory headings, specifically: s 

I I Corrected an obvious error in the response, specifically: 

I I Edited identifiers where upper case is used but lower case is required, or vice versa. 

I I Corrected an error in the Number of Sequences field, specifically: 

I I A "Hard Page Break' code was inserted by the applicant. All occurrences had to be deleted. 

I I Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:* field accordingly (error 
~ due to a Patentln bug). Sequences corrected: ' 

I I Other: 



•Examiner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. - 3/1/95 
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RAW SEQUENCE LISTING DATE: 03/20/2002 

PATENT APPLICATION: US/10/083,168 TIME: 12:32:39 

Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 

3 <110> APPLICANT: Liaw, Chen W. 

4 Chalmers, Derek T. 

5 Behan, Dominic P. 

6 Maciejewski-Lenior, Dominique 

7 Leonard, James N. 

8 Ortuno, Daniel 

9 Lin, I-Lin 

11 <120> TITLE OF INVENTION: Endogenous And Non - Endogenous , Constitutively Activated G 
Protein -Coupled 

12 Receptors 

14 <130> FILE REFERENCE: AREN-0320 
C--> 16 <140> CURRENT APPLICATION NUMBER: US/10/083,168 
C--> 16 <141> CURRENT FILING DATE: 2002-02-26 

16 <160> NUMBER OF SEQ ID NOS : 102 

18 <170> SOFTWARE: Patentln version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1062 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 
25 <400> SEQUENCE: 1 

2 6 atggaaacca acttctccat tcctctgaat gaaactgagg aggtgctccc tgagcctgct 6 0 

28 ggccacaccg ttctgtggat cttctcattg ctagtccacg gagtcacctt tgtcttcggg 120 
30 gtcctgggca atgggcttgt gatctgggtg gctggattcc ggatgacacg cacagtcaac 180 
32 accatctgtt acctgaacct ggccctagct gacttctctt tcagtgccat cctaccattc 240 
34 cgaatggtct cagtcgccat gagagaaaaa tggccttttg gctcattcct atgtaagtta 300 
36 gttcatgtta tgatagacat caacctgttt gtcagtgtct acctgatcac catcattgct 360 
38 ctggaccgct gtatttgtgt cctgcatcca gcctgggccc agaaccatcg caccatgagt 420 
40 ctggccaaga gggtgatgac gggactctgg attttcacca tagtccttac cttaccaaat 480 
42 ttcatcttct ggactacaat aagtactacg aatggggaca catactgtat tttcaacttt 54 0 
44 gcattctggg gtgacactgc tgtagagagg ttgaacgtgt tcattaccat ggccaaggtc 600 
46 tttctgatcc tccacttcat tattggcttc agcgtgccta tgtccatcat cacagtctgc 660 
48 tatgggatca tcgctgccaa aattcacaga aaccacatga ttaaatccag ccgtccctta 720 
50 cgtgtcttcg ctgctgtggt ggcttctttc ttcatctgtt ggttccctta tgaactaatt 780 
52 ggcattctaa tggcagtctg gctcaaagag atgttgttaa atggcaaata caaaatcatt 84 0 
54 cttgtcctga ttaacccaac aagctccttg gcctttttta acagctgcct caacccaatt 900 
56 ctctacgtct ttatgggtcg taacttccaa gaaagactga ttcgctcttt gcccactagt 960 
58 ttggagaggg ccctgactga ggtccctgac tcagcccaga ccagcaacac agacaccact 1020 
60 tctgcttcac ctcctgagga gacggagtta caagcaatgt ga 1062 

63 <210> SEQ ID NO: 2 

64 <211> LENGTH: 353 

65 <212> TYPE: PRT 

66 <213> ORGANISM: Homo sapiens 
68 <400> SEQUENCE: 2 

70 Met Glu Thr Asn Phe Ser lie Pro Leu Asn Glu Thr Glu Glu Val Leu 
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RAW SEQUENCE LISTING ^ DATE: 03/20/2002 

PATENT APPLICATION: US/10/083,168 TIME: 12:32.39 

Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 

5 10 15 

74 Pro Glu Pro Ala Gly His Thr Val Leu Trp He Phe Ser Leu Leu Val 

75 20 25 30 

78 His Gly Val Thr Phe Val Phe Gly Val Leu Gly Asn Gly Leu Val He 

79 35 40 45 

82 Trp Val Ala Gly Phe Arg Met Thr Arg Thr Val Asn Thr He Cys Tyr 

83 50 55 60 

86 Leu Asn Leu Ala Leu- Ala Asp Phe Ser Phe Ser Ala He Leu Pro Phe 

87 65 70 75 80 

90 Arg Met Val Ser Val Ala Met Arg Glu Lys Trp Pro Phe Gly Ser Phe 

91 85 90 95 

94 Leu Cys Lys Leu Val His Val Met He Asp He Asn Leu Phe Val Ser 

95 100 • 105 HO 

98 Val Tyr Leu He Thr He He Ala Leu Asp Arg Cys He Cys Val Leu 

99 115 120 125 

102 His Pro Ala Trp Ala Gin Asn His Arg Thr Met Ser Leu Ala Lys Arg 

103 130 135 140 

106 Val Met Thr Gly Leu Trp He Phe Thr He Val Leu Thr Leu Pro Asn 

107 145 150 155 

110 Phe lie Phe Trp Thr Thr He Ser Thr Thr Asn Gly Asp Thr Tyr Cys 
HI 165 170 175 

114 lie Phe Asn Phe Ala Phe Trp Gly Asp Thr Ala Val Glu Arg Leu Asn 

115 180 185 190 

118 Val Phe He Thr Met Ala Lys Val Phe Leu He Leu His Phe He He 

119 195 200 205 

122 Gly Phe Ser Val Pro Met Ser He He Thr Val Cys Tyr Gly He He 

123 210 215 220 

126 Ala Ala Lys He His Arg Asn His Met He Lys Ser Ser Arg Pro Leu 

127 225 230 235 240 
130 Arg Val Phe Ala Ala Val Val Ala Ser Phe Phe He Cys Trp Phe Pro 

245 250 255 

134 Tyr Glu Leu He Gly He Leu Met Ala Val Trp Leu Lys Glu Met Leu 

135 260 ~ 265 270 

138 Leu Asn Gly Lys Tyr Lys He He Leu Val Leu He Asn Pro Thr Ser 

142 Ser Leu Ala Phe Phe Asn Ser Cys Leu Asn Pro He Leu Tyr Val Phe 

143 290 295 300 

146 Met Gly Arg Asn Phe Gin Glu Arg Leu He Arg Ser Leu Pro Thr Ser 

147 305 310 315 

150 Leu Glu Arg Ala Leu Thr Glu Val Pro Asp Ser Ala Gin Thr Ser Asn 

325 330 335 

154 Thr Asp Thr Thr Ser Ala Ser Pro Pro Glu Glu Thr Glu Leu Gin Ala 

155 340 345 350 
158 Met 

162 <210> SEQ ID NO: 3 

163 <211> LENGTH: 1029 

164 <212> TYPE: DNA 

165 <213> ORGANISM: Homo sapiens 
167 <4 00> SEQUENCE: 3 



! 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/083 , 168 



DATE: 03/20/2002- 
TIME: 12:32:39 



Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 



168 atggcagagc atgattacca tgaagactat gggttcagca gtttcaatga cagcagccag 
170 gaggagcatc aagccttcct gcagttcagc aaggtctttc tgccctgcat gtacctggtg 
172 gtgtttgtct gtggtctggt ggggaactct ctggtgctgg tcatatccat cttctaccat 
174 aagttgcaga gcctgacgga tgtgttcctg gtgaacctac ccctggctga cctggtgttt 
176 gtctgcactc tgcccttctg ggcctatgca ggcatccatg aatgggtgtt tggccaggtc 
178 atgtgcaaaa gcctactggg catctacact attaacttct acacgtccat gctcatcctc 
180 acctgcatca ctgtggatcg tttcattgta gtggttaagg ccaccaaggc ctacaaccag 
182 caagccaaga ggatgacctg gggcaaggtc accagcttgc tcatctgggt gatatccctg 
184 ctggtttcct tgccccaaat tatctatggc aatgtcttta atctcgacaa gctcatatgt 
186 ggttaccatg acgaggcaat ttccactgtg gttcttgcca cccagatgac actggggttc 
188 ttcttgccac tgctcaccat gattgtctgc tattcagtca taatcaaaac actgcttcat 
190 gctggaggct tccagaagca cagatctcta aagatcatct tcctggtgat ggctgtgttc 
192 ctgctgaccc agatgccctt caacctcatg aagttcatcc gcagcacaca ctgggaatac 
194 tatgccatga ccagctttca ctacaccatc atggtgacag aggccatcgc atacctgagg 
196 gcctgcctta accctgtgct ctatgccttt gtcagcctga agtttcgaaa gaacttctgg 
198 aaacttgtga aggacattgg ttgcctccct taccttgggg tctcacatca atggaaatct 
200 tctgaggaca attccaagac tttttctgcc tcccacaatg tggaggccac cagcatgttc 
202 cagttatag 

205 <210> SEQ ID NO: 4 

206 <211> LENGTH: 342 

207 <212> TYPE: PRT 

208 <213> ORGANISM: Homo sapiens 
210 <400> SEQUENCE: 4 



212 


Met 


Ala 


Glu 


His 


Asp 


Tyr 


His 


Glu 


Asp 


Tyr 


Gly 


Phe 


Ser 


Ser 


Phe 


Asn 


213 


1 








5 










10 










15 




216 


Asp 


Ser 


Ser 


Gin 


Glu 


Glu 


His 


Gin 


Ala 


Phe 


Leu 


Gin 


Phe 


Ser 


Lys 


Val 


217 






20 










25 










30 






220 


Phe 


Leu 


Pro 


Cys 


Met 


Tyr 


Leu 


Val 


Val 


Phe 


Val 


Cys 


Gly 


Leu 


Val 


Gly 


221 






35 










40 










45 








224 


Asn 


Ser 


Leu 


Val 


Leu 


Val 


He 


Ser 


He 


Phe 


Tyr 


His 


Lys 


Leu 


Gin 


Ser 


225 




50 










55 










60 










228 


Leu 


Thr 


Asp 


Val 


Phe 


Leu 


Val 


Asn 


Leu 


Pro 


Leu 


Ala 


Asp 


Leu 


Val 


Phe 


229 


65 








70 










75 










80 


232 


Val 


oys 


Thr 


Leu 


Pro 


Phe 


Trp 


Ala 


Tyr 


Ala 


Gly 


He 


His 


Glu 


Trp 


Val 


233 








85 










90 










95 




236 


Phe 


Gly Gin 


Val 


Met 


Cys 


Lys 


Ser 


Leu 


Leu 


Gly 


He 


Tyr 


Thr 


He 


Asn 


237 








100 










105 










110 






240 


Phe 


Tyr 


Thr 


Ser 


Met 


Leu 


He 


Leu 


Thr 


Cys 


He 


Thr 


Val 


Asp 


Arg 


Phe 


241 




115 










120 










125 








244 


He 


Val 


Val 


Val 


Lys 


Ala 


Thr 


Lys 


Ala 


Tyr 


Asn 


Gin 


Gin 


Ala 


Lys 


Arg 


245 




130 










135 










140 










248 


Met 


Thr 


Trp 


Gly 


Lys 


Val 


Thr 


Ser 


Leu 


Leu 


He 


Trp 


Val 


He 


Ser 


Leu 


249 


145 










150 










155 










160 


252 


Leu 


Val 


Ser 


Leu 


Pro 


Gin 


He 


He 


Tyr 


Gly 


Asn 


Val 


Phe 


Asn 


Leu 


Asp 


253 










165 










170 










175 




256 


Lys 


Leu 


He 


Cys 


Gly 


Tyr 


His 


Asp 


Glu 


Ala 


He 


Ser 


Thr 


Val 


Val 


Leu 


257 






180 










185 










190 






260 


Ala 


Thr 


Gin 


Met 


Thr 


Leu 


Gly 


Phe 


Phe 


Leu 


Pro 


Leu 


Leu 


Thr 


Met 


He 



261 195 200 205 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1029 
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RAW SEQUENCE LISTING DATE: 03/20/2002 

PATENT APPLICATION: US/10/083 f 168 TIME: 12:32:39 



Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 



264 


Val 


Cys 


Tyr 


Ser 


Val 


He 


He 


Lys 


Thr 


Leu 


Leu 


His 


Ala 


Gly 


Gly 


Phe 


265 




210 










215 










220 




Ala 






268 


Gin 


Lvs 


His 


Arcr 


Ser 


Leu 


Lys 


He 


He 


Phe 


Leu 


Val 


Met 


Val 


Phe 


269 


225 










230 










235 










240 


272 


Leu 


Leu 


Thr 


Gin 


Met 


Pro 


Phe 


Asn 


Leu 


Met 


Lys 


Phe 


He 


Arg 


Ser 


Thr 


273 










245 










250 










255 




276 


His 


Trp 


Glu 


Tyr 


Tyr 


Ala 


Met 


Thr 


Ser 


Phe 


His 


Tyr 


Thr 


He 


Met 


Val 


277 








260 










265 










270 






280 


Thr 


Glu 


Ala 


He 


Ala 


Tyr 


Leu 


Arg 


Ala 


Cys 


Leu 


Asn 


Pro 


Val 


Leu 


Tyr 


281 






275 










280 










285 








284 


Ala 


Phe 


Val 


Ser 


Leu 


Lys 


Phe 


Arg 


Lys 


Asn 


Phe 


Trp 


Lys 


Leu 


Val 


Lys 


285 




290 










295 










300 










288 


Asp 


He 


Gly 


Cys 


Leu 


Pro 


Tyr 


Leu 


Gly Val 


Ser 


His 


Gin 


Trp 


Lys 


Ser 


289 


305 










310 










315 










320 


292 


Ser 


Glu 


Asp 


Asn 


Ser 


Lys 


Thr 


Phe 


Ser 


Ala 


Ser 


His 


Asn 


Val 


Glu 


Ala 


293 










325 










330 










335 




296 


Thr 


Ser 


Met 


Phe 


Gin 


Leu 






















297 








340 


























300 


<210> SEQ ID NO 


: 5 
























301 


<211> LENGTH: 1119 
























302 


<212> TYPE: 


DNA 


























303 


<213> ORGANISM: 


Homo sapiens 



















305 <400> SEQUENCE: 5 

306 atggcctgca acagcacgtc 
308 gcctcagact cggggtccac 
310 atgctgctga tgaccgtggt 
312 cagaggccgg ctatgcgctc 
314 atcatgctgt ccctctgctg 
316 cactttgggg accacttctg 
318 ggcgtggcca tcctgctcat 
320 gacaagctga acccgcgcag 
322 tgcatcgcgg ggccctcgct 
324 cagtgcgtgc tgggctacac 
32 6 gtggccgtgt tcttcgcgcc 
328 acggtccgca agaacgccgt 
330 ctcaccaggg cgggcctgcg 
332 ttcaagacca aggccttcac 
334 ctgccccact ccgtctacag 
336 tccttctacg ccaccagcac 
338 cccatcgtct actgctggag 
340 cagaccttcc aaatcctccc 
342 acagtatacg tgtgcaatga 

345 <210> SEQ ID NO : 6 

346 <211> LENGTH: 372 

347 <212> TYPE: PRT 

348 <213> ORGANISM: Homo sapiens 
350 <400> SEQUENCE: 6 

352 Met Ala Cys Asn Ser Thr Ser Leu Glu Ala Tyr Thr Tyr Leu Leu Leu 

353 15 10 15 



ccttgaggct tacacatacc tgctgctgaa caccagcaac 60 

ccagttgccc gcacccctca ggatctcctt ggccatagtg 120 

ggggttcctg ggcaacactg tggtctgcat catcgtgtac 180 

ggccatcaac ctgctgctgg ccaccctggc cttctccgac 240 

catgcccttc accgccgtca ccctcatcac cgtgcgctgg 300 

ccgcctctca gccacgctct actggttttt tgtcctggag 360 

catcagcgtg gaccgcttcc tcatcatcgt ccagcgccag 420 

ggccaaggtg atcatcgcgg tctcctgggt gctgtccttc 480 

cacgggctgg acgctggtgg aggtgccggc gcgggcccca 540 

ggagctcccc gctgaccgcg catacgtggt caccttggtg 600 

ctttggcgtc atgctgtgcg cctacatgtg catcctcaac 660 

gcgcgtgcac aaccagtcgg acagcctgga cctgcggcag 720 

gcgcctgcag cggcagcaac aggtcagcgt ggacttgagc 780 

caccatcctg atcctcttcg tgggcttctc cctctgctgg 840 

cctcctgtct gtgtttagcc agcgctttta ctgcggttcc 900 

ctgcgtcctg tggttcagtt acctcaagtc cgtcttcaac 960 

aatcaaaaaa ttccgcgagg cctgcataga gttgctgccc 1020 

caaagtgcct gagcggatcc gaaggagaat ccagccaagc 1080 

aaaccagtct gcggtttag 1119 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/083,168 



DATE: 03/20/2002 
TIME: 12:32:39 . 



Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 



356 Asn Thr Ser Asn Ala Ser Asp Ser Gly Ser Thr Gin Leu Pro Ala Pro 

357 20 25 30 

360 Leu Arg He Ser Leu Ala He Val Met Leu Leu Met Thr Val Val Gly 

361 35 40 45 

364 Phe Leu Gly Asn Thr Val Val Cys He He Val Tyr Gin Arg Pro Ala 

365 50 55 60 

368 Met Arg Ser Ala He Asn Leu Leu Leu Ala Thr Leu Ala Phe Ser Asp 

369 65 70 75 80 

372 He Met Leu Ser Leu Cys Cys Met Pro Phe Thr Ala Val Thr Leu He 

373 85 90 95 

376 Thr Val Arg Trp His Phe Gly Asp His Phe Cys Arg Leu Ser Ala Thr 

377 100 105 110 

380 Leu Tyr Trp Phe Phe Val Leu Glu Gly Val Ala He Leu Leu He He 

381 115 120 125 

384 Ser Val Asp Arg Phe Leu He He Val Gin Arg Gin Asp Lys Leu Asn 

385 130 135 140 

388 Pro Arg Arg Ala Lys Val He He Ala Val Ser Trp Val Leu Ser Phe 

389 145 150 155 160 

392 Cys He Ala Gly Pro Ser Leu Thr Gly Trp Thr Leu Val Glu Val Pro 

393 165 170 175 

396 Ala Arg Ala Pro Gin Cys Val Leu Gly Tyr Thr Glu Leu Pro Ala Asp 

397 180 185 190 

400 Arg Ala Tyr Val Val Thr Leu Val Val Ala Val Phe Phe Ala Pro Phe 

401 195 200 205 

4 04 Gly Val Met Leu Cys Ala Tyr Met Cys He Leu Asn Thr Val Arg Lys 
405 210 215 220 

408 Asn Ala Val Arg Val His Asn Gin Ser Asp Ser Leu Asp Leu Arg Gin 

409 225 230 235 240 

412 Leu Thr Arg Ala Gly Leu Arg Arg Leu Gin Arg Gin Gin Gin Val Ser 

413 245 250 255 

416 Val Asp Leu Ser Phe Lys Thr Lys Ala Phe Thr Thr He Leu He Leu 

417 260 265 270 

420 Phe Val Gly Phe Ser Leu Cys Trp Leu Pro His Ser Val Tyr Ser Leu 

421 275 280 285 

424 Leu Ser Val Phe Ser Gin Arg Phe Tyr Cys Gly Ser Ser Phe Tyr Ala 

425 290 295 300 

428 Thr Ser Thr Cys Val Leu Trp Phe Ser Tyr Leu Lys Ser Val Phe Asn 

429 305 310 315 320 
4 32 Pro He Val Tyr Cys Trp Arg He Lys Lys Phe Arg Glu Ala Cys He 
433 325 330 335 

436 Glu Leu Leu Pro Gin Thr Phe Gin He Leu Pro Lys Val Pro Glu Arg 

437 340 345 350 

440 He Arg Arg Arg He Gin Pro Ser Thr Val Tyr Val Cys Asn Glu Asn 

441 355 360 365 

444 Gin Ser Ala Val 

445 370 

448 <210> SEQ ID NO : 7 

449 <211> LENGTH: 2748 

450 <212> TYPE: DNA 
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VERIFICATION SUMMARY DATE : 03/20/2002 

PATENT APPLICATION: US/10/083,168 TIME : 12 : 32 : 40 

Input Set : A:\pto_ms.txt 

Output Set: N:\CRF3\03202002\J083168.raw 

t'']1 w^? C: Current Application Number differs, Replaced Current Application No 
L:16 M:271 C: Current Piling Date differs, Replaced Current Piling Date 
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